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FastSEQ for Windows Version 3 . 0 



DNA 

Zea maize 



RECEIVED, 

MA* 0 I 7001 

TECH CENTER 1600/2900 



promoter 
(1) . . . (1247) 



<400: 
atcgtacata 
SO 

taaaaaacta 
120 

ttttatgcat 
180 

aatatcttgt 
240 

ctattgttga 
300 

aaggtgatgt 
360 

caaacaccct 
420 

tataagctag 
480 

tcaaataccc 
540 

aacattttca 
600 

gtttcttaag 
660 

cgcccgtgct 
720 

attcctacta 
780 

ggatcgtcac 
840 

agtgccgatt 
900 



> 1 

aagttggatt atacaatatc 

aaaaaacctt tatcaccgta 

ttaaacaccc ttcgaaccat 

ctttaatact agcaccaact 

ctttaatcaa tactaaatcc 

ttgaatgcac tagagctaat 

atcaattatt agttattttt 

ctttttttac tagcaatttt 

ctaagccgtt aagtgatgct 

taggtgtact gtttaagtca 

caaaccgc'ca gtgctaatga 

aaagatattt acactagcgg 

gcccctagct tgcactggcg 

tatagagctt ctatgtactt 

ttaattaaac caatactaaa 



catttacaac 
caggagaaga 
cagcagtggt 
gataataatc 
aagatattag 
agttagtagc 
agtaaattag 
ttagccaact 
ctttctagaa 
ccgtcagtga 
tatttacact 
ttggtgaaca 
acataaaaaa 
agtggttaga 
tactagtaaa 

1 



taaatagaaa 
gagcatcaac 
tgataggttt 
tttcgaacac 
tagagatgtt 
taaaattagt 
ttaatagtta 
aacaattagt 
tcttaaccgt 
taataatatt 
agcgggctgc 
actgcctgtg 
cgtcagtgaa 
actgatattg 
taatactagt 



ccaattaatt 
ttgctattag 
aactgatact 
atgttattat 
agtatagatt 
tggagacatt 
gttagttatt 
tttagtgtat 
atgtggagac 
ttcacatgcg 
taaagaaaac 
aaaaaagccg 
aatagctcta 
tagtgcacca 
ggtctgaatt 



cgatttctat agtaatgttt gcttgcaagc cgcaaataga gtaaacattc gtcgtcacag 
960 

aaatccacat tacatcaagg tccatggcgg ccggccacgt acccatccca cgcgtcgctg 
1020 

cggaggacac gtgttggctg accggacagt tggccgatca gacagtggac agaccggaca 
1080 

atagaagaag aagacgacga cggcggcggc accgccgagt aggtgcatgg tcacgctagc 
1140 

tgtagctttt tgcagagcgt cgtctgtaaa tacgtagccc ttccacaagc gaggcaaggg 
1200 

gggagagagt atcgtcagct agcagagaga gtgcgtagca actagca 
1247 

<210> 2 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Jipl forward primer 
<400> 2 

tcgggagaag tcactagcgg ggaact 



<210> 3 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
<222> (1) . . . (27) 

<223> Jipl nested forward primer 
<400> 3 

gagcagggtt ctccgccatt gctagtt 



<210> 4 
<211> 752 
<212> DNA 
<213> Zea mays 

<220> 

<221> promoter 
<222> (1) . . . (752) 

<400> 4 

aagctttgat caaaagcgcc cgccacttct aaaggtcagg ggtcttgcgt tctgcccctc 
60 

gtgcttcctt caaattctgg acctagtgga tcaatttacg tacacctcag caaccgatgc 
120 

agccagtaag tatgatgagc acgattgtga cgtgttgggg tcatggtcaa tggcaaccga 
180 

gcacgaattg gtagtgtcag ctttttgtac acgtgatagc atttgattcg ttcattcaat 
240 

ttgaactgtt tgaacttatg tatagagaaa ttagtccaac tcatgtttaa taaatagtat 
300 

aaaacccatc gaatttctga attatgatag caggtatcca ttgtcatcgc tcagtcacag 
360 



2 



aggcagccac tgccgacggg cgacggccga cggcctccca tttcgatccc ctcctactcc 
420 

tatgctgcgg tccagcataa gttcgggact tccggcaatc cgccggcgcc cgtcggctca 
480 

aatcgcatct accgcggcta gaagctctct cttcctccct ccgatccggt ggggtccatt 
540 

tccttcaatt gtggcagtgg ccgtctcgaa ccctctataa atcccccacc ccggacaccc 
600 

ttccccgacc acacggtcca cacagcccaa caaaggagcg cggcggcccc tccttccttc 
660 

ctcccacttc tctcgcgcgg cgctcgctta cctcgcctcg cattccgttc gagcagggga 
720 

gcggcagtga gaagggaggg aattaaggca cc 
752 

<210> 5 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<222> (1) . . . (30) 

<223> Milps3 forward primer 

<400> 5 

cggaagctct cgatgaacat cttgccttaa 
30 

<210> 6 

<211> 1433 

<212> DNA 

<213> Zea mays 

<220> 

<22l> promoter 
<222> (1) . . . (1433) 

<400> 6 
tcctaatctt caaataacca 
60 

ccatagccct agagcgctaa 
120 

tacaagtcct aagtatcaaa 
180 

ctagtcacac taacttatgt 
240 

ggctaataag agcaattcca 
300 

gaatagtaat ttttcttact 
360 

cgcatccaca gcctcctctc 
420 

ctcaacgtat cagatcatcc 
480 

tttaaaggaa ctgttggagt 
540 

caataatcaa ttgggggggt 
600 

aagttagcta gctctggtcg 
660 



tctcaaaagt tttttaaaac 
attgactact tttagtcgat 
tcaccttcta tcggctatac 
cggtttccgc atggcagatc 
aaagaacgtg taaactaatc 
ccaacagttc cctcagtctt 
ggtcgtattt tggtgtgttt 
accgcctacg acgactgtac 
acccatcata attcactctt 
aaaattttta acatcctttc 
cgctaacttc tgtcgatcgc 



atcttttgag gatatgtatc 
taaaaggtat tagacatcct 
acaactaacg gaagttatct 
aaaattagct aacttttgtt 
tcaaaacaga tattagttaa 
ccccaaaaaa ttaagcgttc 
catccctccc caatccattt 
agtttgcgtc acatatcaca 
aaaaaatttt agcctgctct 
ggatctaatc caacttatgg 
ctattagcta atactccatc 



tgtcccatta tataaggtat aaccaactct gattcaaaga ccaaaaatat acttaattgt 
720 

gtctatacca cttcatcgat gtacgtatgc atagaaagag cacatcttat attgtggaac 
780 

aagaacaaaa atatggttac gccttatatt ataagacgta gaaatcaatg gtttacaata 
840 

gccaagaata gatgttttta tttatttcct atatagatgt ttttatttat ttcctatatg 
900 

tttcacaata gccttatatt gtgccgaaaa tttaggcaca cgtgccacga acgtctgaaa 
960 

tgtactccgc gcgtattacc atgcactacg acgtacgtag gagtatgtac gttgaaccaa 
1020 

gcacacatat atctctgaca cagtacaatg atatactaca acaacaacag tactgcccaa 
1080 

ttcatccatt ttcacgttcc atcttccgcg tgtgacaact cgatcggcca cgcacgcaga 
1140 

cgacgacgga gcagtacttc acagaatcct ccgccactcg tcacaccaac aggcgcgcgc 
1200 

tggtgcgcat gcatcatgtg catgccatcg tccgtccctt ggcgtgcctc ggtagacggt 
1260 

agctagagta gtagcctgtg cttgctaccc ctggtcaaca catcgtagcc tcctatattt 
1320 

aacgtatcct cacacatcac aagaacgaca cacagaaacc agtagrcact actccatcca 

ccacgagcga gcgagcgata accctagcta gcttcaggat ccagcgagag ccc 
1433 

<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<222> (1) . . . (20) 

<223> Lec 1 prom, forward probe 

<400> 7 
acaccacgag cgcgcgataa 
20 

<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<222> (1) . . . (20) 

<223> Lec 1 prom, reverse probe 

<400> 8 
tggtggtggt gcggtagcat 
20 

<210> 9 

<211> 695 

<212> DNA 

<213> Zea mays 



<220> 

<221> terminator 



<222> (1) . . . (695) 



<400> 9 

tacctagttc gtacgtcgtt cgacttgagc aagccatcga tctgctgatc tgaacgtacg 
60 

ctgtattgta cacgcatgca cgtacgtatc ggcggctagc tctcctgttt aagttgtact 
120 

gtgattctgt cccggccggc tagcaactta gtatcttcct tcagtctcta gtttcttagc 
180 

agtcgtagaa gtgttcaatg cttgccagtg tgttgtttta gggccggggt aaaccatccg 
240 

atgagattat ttcatgcacg ctttttagac tgacgactgt tcgtgtgtgt cttctgcgca 
300 

gttccgctcc tagcacaatt atatcatcct tgatgatcgt ttaacgcaac agtcttctct 
360 

ggaggtctag acctagcgga tcttttgttg tactcccttc tatacgtaca tgcatactac 
420 

acgtacgtac ggcggcggta cggcagctac atattcgtcg ttcgagtgtg atgcatgggt 
480 

tgtctttaaa gcccttcgtc gttctagctg ctggcctgct gctatagcct gtaggtgagg 
540 

tgttcgtggc ttgcgacgcg cgggaggaag cacgacggac ggtggcggcg catgttcttg 
600 

acbctggact attgcgcgta ggcgcgtgac caagttccac ggtggcgtgc gcggctgcag 
660 

cgaggcgccc gcgacaagtg ccggcgatcc cgcag 
695 

<210> 10 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
<222> (1) . . . (45) 

<223> Led term, forward primer 
<400> 10 

gtcgacagat ctgttaacct agttcgtacg tcgttcgact tgagc 
45 

<210> 11 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
<222> (1) . . . (36) 

<223> Lecl term, reverse primer 
<400> 11 

gggccccgtg cggcaacaaa aatagacctg acctca 
36 

<210> 12 
<211> 29 
<212> DNA 

<213> Artificial Sequence 



<221> primer_bind 
<222> (1) • • ■ (29) 

<2 23> Jipl forward nested primer 

<400> 12 
cctttatcac cgtacaggag aagagagca 



<210> 13 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
<222> (1) • • • (26) 

<223> Jipl reverse nested primer 

<400> 13 
tattgtccgg tctgtccact gtctga 



<210> 14 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
<222> (1) • • • (28) 

<223> Milps3 nested forward primer 

<400> 14 
gagctcctcc acgcgatcaa aagcgccc 



<210> 15 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
<222> (1)...(37) 

<223> Milps3 nested reverse primer 
<400> 15 

cccgggccat ggtcatgcct taattccctc ccttctc 



<210> 16 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<222> (1) • ■ • (29) 

<223> Lecl promoter forward : 

<400> 16 



6 



tcgaggtcga cggtatcgat aagcttcct 
29 

<210> 17 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
<222> (1) . . . (49) 

<223> Lecl nested reverse primer 
<400> 17 

gtcgacccat gggctctcgc tggatcctga agctagctag ggttatcgc 
49 

<210> 18 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
<222> (1) . . . (45) 

<223> Lecl term, forward nested primer 
<400> 18 

gtcgacagat ctgttaacct agttcgtacg tcgttcgact tgagc 
45 

<210> 19 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
<222> (1) . . . (36) 

<223> Lecl term, reverse nested primer 
<400> 19 

gggccccgtg cggcaacaaa aatagacctg acctca 



